Supplemental Figures
Supplemental Figure S1 . siRNA mediated depletion of LCMT1 and PME-1. (A-B) HeLa cells were treated with siRNAs targeting LCMT1 (A) or PME-1 (B) for 48 hours and protein extracts were analyzed by immunoblotting with the indicated antibodies. Cont = control non-targeting siRNA, si1-si4 indicate individual oligos and siP indicates pooled oligos. Figure S2 . Spindle assembly defects of cells with a perturbed LCMT1-PME-1 methylation equilibrium. Immunofluorescence microscopy of cells with indicated treatments stained for DNA (Hoechst 33342), α-tubulin (anti-α-tubulin antibodies) and Pericentrin (antipericentrin antibodies). Additional phenotypes of silencing LCMT1 and PME-1 by siRNA, pharmacological inhibition of PME-1 (AMZ30) and overexpression (OE) of LCMT1 or PME-1.
Supplemental
Note that depletion of PME-1, inhibition of PME-1 or overexpression of LCMT1 leads to short spindles with unaligned chromosomes (see white arrows), while LCMT1 depletion and PME-1 overexpression lead to long multipolar or fragmented spindles with unaligned chromosomes. 
Supplemental Movies
Supplemental Movies S1-S8. Live cell time-lapse microscopy movies of HeLa cells undergoing cell division under the following treatments siControl (S1), siLCMT1 (S2), siPME-1 (S3), DMSO control (S4), AMZ30-treatment (S5), Overexpression control (S6), LAP-LCMT1 overexpression (S7), and LAP-PME-1 overexpression (S8). Cells were arrested with 2 mM thymidine for 18 hours, washed and released into fresh media. Cells were imaged at 6 hours post release for 20 hours every 15 minutes using a Leica DMI6000 microscope at 37 0 C and 5% CO 2 . Z-stacks are captured every 1 µm for 10 µm at 20X magnification, stacks were deconvolved using Leica deconvolution software and compressed as maximum intensity projection images. Images were converted to Apple QuickTime movie format. Each frame represents a fifteenminute interval.
